FIGURE 1. An example showing one of the differences between similarity-and a tree-alignments of the same data. Nucleotides in the same sequence position but separated evolutionarily by insertion/deletion events are non-homologous but functionally equivalent. The tree-alignment matrix depicts the homology relationship of the nucleotides clearly but obscures their functional equivalence, whereas the similarity-alignment matrix depicts the functional equivalence of the nucleotides clearly but obscures their homology relationship. 
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